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N
N

I

CFU/ CFU/
36 13
3 0
0 0
5 0
1 0
6 2
4 0
0 0
2 1
57 16

WW/T0016-2008

9
5
2.
9
35
37 48
28+1 48 96
57 16
63.16% 76.47%
N x50000
m= Axt
cfum® N
cfu A cm? t
min
365cfu/m?3 26¢cfu/m3
2500 cfu/m?3
GBT18883 2002
3.
33 13
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/mm
/h
1-1 2/24
1-2 3/24 /
1-3 3/24 /
1-4 3/24 /
1-5 3/24
1-6 3/24 /
1-7 4/24 /
1-8 4/24
1-9 1.5/12
1-10 1/12
1-11 4/12
1-12 1/12
1-13 1/12 /
1-14 2/24 /
1-15 1/48
1-16 2/48
2-1 4/24 /
2-2 2/72 /
4-1 1/24
4-2 1/24 /
4-3 1/96
4-4 3/48
5-1 3/24
6-1 3.5/24 /
6-2 1/12 /
6-3 1/12 /
6-4 2/48 /
6-5 1/72
7-1 2/48
7-2 1/24
7-3 2/12
7-4 1/24 /
9-1 1.5/24 /
51.5% 15 45.5% 1
1-16
30
33 10>=<40 90% 3
10%
1-13 6-1
17 1-1 4-2 4-3 7-1
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PDA
1
33 16S rRNA
27F  1492R PCR
0.9%
1400bp
DNA 33
16S rRNA
12
10
5 4
/mm
/h

1-1 37/72
1-2 15/72
1-3 20/72 /
1-4 35/72
1-5 87/72
1-6 18/72
1-7 12/72 /
1-8 15/72
1-9 37/72
1-10 38/48
6-1 35/96
6-2 15/72
9-1 40/96
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2
13
CTAB DNA 3
Internal Transcribed Spacer ITS
ITSL ITS4 0.9% =
1400bp
DNA
13 ITS
[4]
7 5
2 2
1 1 1 1
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3

13

4-1 6-5 7-3

Bacillus anthracis

[5]

Bacillus cereus

Staphylococcus
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N
(op]

I

/% /%
1-1| Bacillus cereus 99.86% F1-1 [Phoma multirostrata 100.00%
_ Exiguobacterium . _ Cladosporium 0
1-2 indicum 99.72% F1-2 cladosporioides 100.00%
Chryseomicrobium PR " F1-3| Penicillium sp. 99.00%
1-3 amylolyticun Chryseomicrobium | 99.58% - :
Exiguobacteriun F1-4 | Earliella scabrosa 99.37%
1-4 99.79Y% i
profundun ' F1-5 Tart'rcoh\f’idreirdmea 100.00%
1 Staphylococcus 99.36% -
S| haemolyticus -36% F1-6 | Cladosporium sp. 100.00%
Exiguobacterium _ Penicillium .
1-6 indicum 99.79% F1-7 i, 100.00%
Exiguobacterium _ Cladosporium .
-7 mexicanum 99.78% F1-8 oxysporun 99.79%
Bacillus . F1-9 |Phoma multirostrata 100.00%
e aryabhattai %900 F1-10| Nigrospora s 99.00%
Bacillus grosp P- —
1-9 thaonhiensis 99.86% 4 F6-1| Pleosporales sp. 99.00%
1-10|Bacillus drentensis 98.48% F6-2 ﬁ;?g:i?g:;ﬁz 100.00%
1-11| Bacillus siamensis 99.86% fo1 Cladosporium 100.00%
1-12 |Bacillus thioparans 99.79%% oxysporum -
Paracoccus 0
1-13 niistensis 97.23%
1-14 Paenupqp[llus 98.17%
uliginis
Micrococcus 9
1-15 endophyticus 99.-50%
1-16 Streptomngs 99 43% 6]
cavourensis
21 AC|netobg?;er Junii 99 57% 1
2-2 | Micrococcus flavus 99.93%
4-1 |Bacillus anthracis 99.54%
4-2 | Kocuria kristinae 98.08%
Sporosarcina 0
4-3 koreensis 98.24%
4-4 Sporosarcina 98.25% 4.
koreensis
5.1 Bacillus 98.95%
subterraneus
Acinetobacter 0
6-1 baumanni i 99.86% 7]
Micrococcus 0
6-2 yunnanensis 99.-93%
Micrococcus 0 , (8]
6-3 yunnanensis 99.71% (9]
Curtobacterium 0
6-4 herbarum 99.28%
6-5 | Bacillus anthracis 99.69%
Staphylococcus .
7-1 cohnii 100.00%
Staphylococcus .
-2 epidermidis 100.00%
7-3 | Bacillus anthracis 99.60%
7-4 | Kocuria marina KMM 99.86%
9-1 Micrococcus 99.93%
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[1]
2006 3 48 52
[2] 2003
[3] 2006 75
[4]
2010 180
[5]
2009 66
[6]
2009 3
7780

[71[9]

2014 4 420 424

[8]
2012 1 7577
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